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CORRIGENDUM

Serum neurofilament light chain levels associations with
gray matter pathology: a 5-year longitudinal study

In Jakimovski et al.', the original Figure 1 included two identical panels. The corrected figure is below, showing baseline
sNfL levels between the study populations in panel A and follow-up levels in panel B.
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Figure 1. Box plot representation of baseline (A) and follow-up (B) sNfL levels between the study populations. PwMS, persons with multiple
sclerosis; HCs, healthy controls; RRMS, relapsing remitting multiple sclerosis; PMS, progressive multiple sclerosis; sNfL, serum neurofilament light
chain. Median and interquartile range are shown.

The authors apologize for this error.
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